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The plot and view functions
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The plot and view functions B =
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What is a layout B =

The layout contains information about locations, size properties of
objects on your plot

It does NOT contain data.

It also contains information on what to do when data is loaded into the
layout = automation actions or reset actions.

When a layout is applied to a dataset all of the above is applied and a
view or printout is generated.

More later
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The view functions, more detail
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The view functions, more detail
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The view functions, more detail
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The view functions, more detail
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Manipulating individual objects

e Plot limits

9 Bruker TopSpin 3.2 on BBIOUS as cga
|_J Start Acquire Process Analyse Publish View Manage @ H_
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Define what
happens when you
reset a spectrum,
when you plot in
automation or use
autoplot

Vertical and
horizontal scaling

Exclusions such as
solvent or other
peaks.

Vertical
arrangement of
spectrum and
integral

Defining Automation actions

[ Bruker TopSpin 3.2 on BBIOUS as cga
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Defining Automation actions

e X plot Limits
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Defining Automation actions

e Y Scaling
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Defining Automation actions

e Restrict peak
search

e Use REG file

e Only integral
regions

e Skip Solvent
regions

e Baseline settings
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Now some 2D

e Preparation

e Set
projections
1d spectra

e Set levels

[ Bruker TopSpin 3.2 on BBIOUS as cga
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Now some 2D

Set levels

Default
8 levels

factor 1.8
between
levels

[ Bruker TopSpin 3.2 on BBIOUS as cga
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Now some 2D

Set levels

Better
32 levels

factor 1.2
between
levels

Now into the
plot editor

[ Bruker TopSpin 3.2 on BBIOUS as cga
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2D Plot Editor

Portfolio window
shows path of
projections

[ Bruker TopSpin 3.2 on BBIOUS as cga
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2D Plot Editor

Basic options
same as 1D

[ Bruker TopSpin 3.2 on BBIOUS as cga
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2D Plot Editor

[ Bruker TopSpin 3.2 on BBIOUS as cga L
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2D Plot Editor

e Units, Contours and

p I ace m e nt [_‘ Bruker TopSpin 3.2 on BBIOUS as cga E
| _J Start Acquire Process Analyse Publish View Manage @ H_
| Create Dataset| rﬂ Find Dataset| "\ Open Datasst| | Paste Dataset | |:] Read Pars.|

e Contours

N[ nd|[(Oted (B Wl §
— Choice of colors He B O oLl @ ET S A

BED

spectrum| ProcPars| AcquPars | Title | PulseProg | Peaks | Integrals | Sample | Structure! Plot ‘ Fid | Acqu

e Placement Er =
— Location of — B
spectrum Fi: pom ¥

Contour Attributes

Positive: |
Negative: ||

More...

Placement
Pos.  3.90|| 081
Dim. | 14.04|| 13.71|

Projections...
Axes, Grids, Curve...
Automation actions...

T T T T ey T T T T T
19 18 7 16 15 14 13 12 11 10 D9 DB D7

—Posmon 6 47, 17 97 (C:/Bruker/Topspin/data/cgainmr/menthylantranilate-0712/9/pdata/1 ) .




2D Plot Editor

Curve, Axes, Grids
and Plot limits

[ Bruker TopSpin 3.2 on BBIOUS as cga
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2D Plot Editor

Finishing up

Print for hardcopies

Export for digital
copiesas PDF, PNG, PS,
TIF, JPG and BMP
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